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LTP Induction Protocols
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Blocking NMDA Receptors Blocks LTP
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Uncaging Ca?* Alone Can Induce LTP
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Protein Kinases Catalyze the Phosphorylation of Proteins
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LTP Leads to an Increase in Surface AMPA Receptors
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Blocking Protein Synthesis Blocks the Late Phase of LTP
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Actin Treadmilling, Capping, Cutting and Cross-Linking



Actin Treadmilling, Capping, Cutting and Cross-Linking
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Single-Particle Tracking of AMPA Receptor Diffusion
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Imaging of Isolated PSDs with Inmunogold EM



EM Tomography of Molecular-Scale Structures in the PSD
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Super-Resolution Imaging Using FPALM



Super-Resolution Imaging Using FPALM



Super-Resolution Imaging Using FPALM
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